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>UMNSAH/DF-1-16S-R_F07.ab1
CGTTGACAACAACCCCTTAAACCGCTTGCACCACTAGATTGCCCGGA
TCCAACACCAAGGTCTTAAACCTCCTTGTCAATATGGGCCCTTGGAG
GAAATTGCCCTGTTATCCCTGGGGTAGCTTGGTCCATTGCTCAATTAT
ATTGGGTCTGGTTACTGTTGGTACTTTGAGGAGTGGTCTTATTGAAT
GTTGTGGTCTGTGGGTTTGGAGGATTTTTTTTTCTCCAAGGTCGCCCC
TTCCAAAAAATGTCTACCAGGGGTTTATGTGTGGGTGGACCCAGTGG
GGCTGTGTAAGGTTGTAAGGTGGTCGTGATTTTAAAGTTCCCCAGGG
TCTTCTCGCCTTACGTTTCCATTCCCGTTTTTGTTCGGGAATACAAAT
TTCAAAAATTACCAACCCGAGAGGATTAATACCTCCTTTACCCATTC
TTACGAATCTCAATTTACGGGACAATTGATTGCTCTACGTTCCCACG
GTTATAATACCGCGGCCGTTGAACTTTGGGGGTCCCTGGACAGGCAA
CACCTTCAATAATTGTTGTTATCTGAAGGCGATGTTTTTGATAAACA
GGCGA
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Description Scientific Name A | 1) @) = FEE Az

Score Score Cover value Ident Len
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Gallus gall mitochondrial Gallus gallus murghi 721 721 99% 0.0 89.41% 610 DQB867016.1
Gallus gallus gallus vou Gallus gallus gallus 710 710 99% 00 8906% 16788 MNO134071
Gallus gallus isolate DC1-1r Gallus gallus 710 710 99% 00 8906% 16785 MK1635651
Gallus gallus isolate DC3 mitochondrion, complet Gallus gallus 710 710 99% 0.0 89.06% 16785 MK163564.1
Gallus gallus isolate DF-1_comple Gallus gallus 710 710 99% 00 8906% 16784 MK163563 1
Gallus gallus isolate DT3 mitocho 710 710 99% 0.0 8906% 16785 MK163562.1
Gallus gallus isolate 710 710 99% 00 8906% 16784 MK163561.1
Gallus gallus isolate SG6 mil 70 710 99% 0.0 89.06% 16785 MK163560.1

allus gallus

710 710 99% 0.0 89.06% 16785 MK163559.1

allus gallus chon.

70 710 99% 0.0 89.06% 16785 MHT7329781

[ )

allus gallus isolate

70 710 99% 0.0 89.06% 16787 MGB83T548.1

v e

allus gallus isolate Z.) mi

ochondrion, complete genome

710 710 99% 0.0 8906% 16785 MGB375471
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