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TGACAACGAACCTTTATAGCGGTTGCACCATTTGGGTGTCCTGATCC
AACATCGAGGTCGTAAACCCTATTGTCGATAGGAACTCTAGAATAG
GATTGCGCTGTTATCCCTAGGGTAACTTGTTCCGTTGATCAAAATTTT
GGATCAATAAGTGATGTTATGGTTATTTTGACTGGTTTGTCTAGATTA
AAATCACTCGGAGGGTTTTTTGTACTCCGAGGTCACCCCAACCGAAA
TTGCTAGTCCATGTTAAGTTATGTTTTATCCCTTTGTGGTTGAATTGT
TTAACTTTTGGAGTAGTTAATTAAAGCTCCATAGGGTCTTCTCGTCTT
ATTTTTTTATTCCCGCCTCTTCACGGGAAGGTCAATTTCACTGATTGG
AAGTAAGAGACAGTAAAACCCTCGTGTGGCCATTCATACAAGTCCTT
ATTTGGAGAACAAGTGATTATGCTACCTTTGCACGGTCAGAATACCG
CGGCCGTTAAACTGGTGTCACTGGGCAGGCATTGCCTCTAATACTAG
TAATGCTAGAGGTGATGTTTTTGTAAACAGGCAAAT

E1. NCBI#t #2 EBLAST %

Graphic Summary Alignments Taxonomy

Sequences producing significant alignments Download ~ Select columns ~  Show Q
select all 100 sequences selected GenBank Graphics Distance tree of results ~ MSA Viewer
R—— S Max Total Query E Per. Acc. o

Score Score Cover value Ident Len
-

B4 Sus scrofa breed Andaman Desi pig mitochondrion, complete genome Sus scrof; 1005 1005 98% 0.0 9964% 16613 MK248682 1
L4 S Huong_pig_mitochondrion, complete genome Sus scrof: 1005 1005 96% 0.0 9964% 16753 KYS564306.1
Sus scrofa breed Ha Lang pig mitochondrion, complete genome Sus scrofa 1005 1005 98% 0.0 9964% 16722 KY800118.1
Sus sci e YDH32 mitochondrion, complete genome Sus scrof; 1005 1005 98% 0.0 9964% 16701 MG2505671
84 Sus mitochondrion_complete genome Sus scrof; 1005 1005 98% 0.0 9964% 16702 MG250564 1
Sus scrofa mitochondrion, complete genome Sus scrof 1005 1005 98% 0.0 9964% 16701 MG250562.1
Sus scrofa 12007 mitock Sus scrof 1005 1005 98% 0.0 9964% 16701 MG250556.1
Sus scrofa on Sus scrof 1005 1005 98% 0.0 9964% 16701 MG250543.1
Sus scrofa e GM12 mitochondrion, com, Sus scrof; 1005 1005 98% 0.0 9964% 16701 MG250532.1
Sus e GF38 mitochondrion, comple! Sus scrof 1005 1005 98% 0.0 9964% 16701 MG250529.1
Sus e BMX0014 mitochondrion, complete genome Sus scrof; 1005 1005 98% 0.0 9964% 16701 MG250518.1
Sus scrofa isolate BMX0001 mitochondrion, complete genome Sus scrofa 1005 1005 98% 0.0 99.64% 16701 MG250514.1
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